Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; disorder in solvent or counterion; R factor = 0.038; wR factor = 0.104; data-toparameter ratio = 10.9.
Related literature
For the biological activity and potential applications of porphyrin molecules, see: Allison et al. (2004) ; Dougherty et al. (1998) ; Agostinis et al. (2011); Szurko et al. (2009) . For spectroscopic data, see Bonar-Law (1996) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). et al., 2004; Dougherty et al., 1998; Agostinis et al., 2011; Szurko et al., 2009] . Promising compounds for application in PDT are the porhyrins, due to their photosensibilization properties.
D-HÁ
This paper presents the crystal structure of meso-tetra (4-hydroxy-3-methoxyphenyl) 
Experimental
Chemicals and solvents were purchased from commercial sources and used as received. Synthesis of meso-tetra(4-hydroxy-3-methoxyphenyl)porphyrin (I) was performed as fallows. 8.8 g (0.072 m) of vanillin was added into 300 ml of propionic acid. The mixture was boiled until the all aldehyde was dissolved. After this 5 ml (0.072 m) of pyrrole was added and the solution was boiled for 1.5 h. Then about 200 ml of propionic acid was distilled off, the residue was cooled to ambient temperature and neutralized with saturated solution of NaHCO 3 . The precipitate was filtered and washed with chloroform until the filtrate was colourless. The product of the reaction was purified by column chromatography (silica gel/chloroform:ethyl acetate).
The single crystals of (I) were obtained directly from precipitate after reaction procedure (before column chromatography purification).
All spectroscopic data were in accordance with literature [Bonar-Law, 1996] .
Refinement
Non-hydrogen atoms were refined with anisotropic displacement parameters. The aromatic, methyl and hydroxyl hydrogen atoms were treated as "riding" on their parent carbon atoms with C-H = 0.96 Å, C-H = 0.98 Å and C-H = 0.84 Å respectively. Atomic displacement parameters of hydrogen atoms equal to 1.2 times the value of the equivalent atomic displacement parameters of the parent carbon atom (U iso (H) = 1.2U eq (C)) for aromatic hydrogen atoms and 1.5 times the value of the equivalent atomic displacement parameters of the parent carbon atom (U iso (H) = 1.5U eq (C)) for methyl and hydroxyl hydrogen atoms. Hydrogen atoms, which take part in hydrogen bonding, were located in a difference Fourier map (ΔF) and they were refined freely with isotropic displacement parameters. Similar-ADP restraint (SIMU) was applied to carbon atoms (C25, C26 and C27) in disordered propionic acid molecule. The molecular structure of compound (I), showing atom-labelling scheme. The molecule is centrosymmetric and only the unique atoms of the asymmetric unit are labelled. Ellipsoids representing displacement parameters are drown at the 50% probability level. 
Computing details

